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Abstract

This study on molecular rotavirus in wild boars in Iraq represents a pioneering effort. The virus is
recognized as a significant pathogen due to its link to gastroenteritis characterized by severe diarrhea
across various animals and human resulting in a notably high documented morbidity and mortality rates.
Twenty -four samples from ileal areas of wild boars living in marshes were taken in the period between
December 2020 to April 2021.The results showed 6 positive (16.6%).The highest positive samples
appeared in January 2021 and was 4 (8.3%).There was 1 sample positive in each February and in March.
There was no infection in December. We used electrophoresis and RT-PCR together to get all the
samples documented.
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1. Introduction

Rotaviruses recognized as common pathogens affecting animals and birds. The rotavirus
belongs to Rioviridae. Rota genome have eleven segments. The item has been unwrapped and
classified depending on vp6 into eight categoreis from A to G (Johne et al., 2024; Estes and
Greenberg, 2013) [*- 61, Virus target site is GIT particularly the interic cells (He wt al., 2003;
Liu et al., 2013) [*°1, In Turkey they record rotavirus infectivity in Turkish sheep to be infected
in ages between 2-3 years. Old aged pigs get higher chances for Rotavirus B infections;
however, younger get infection almost due to rotavirus C. High detection of rotavirus B and C
indicate the major of this virus as a important etiological factor of diarrhea in swine. Rota virus
recorded as sporadic cases in Iraq are in cattle, sheep, some birds, dogs, and rodents specially
rat. (Marthaler, 2014; Aljabory et al., 2019) ' 1. In Iraq rotavirus detected in camels and
cattle (Saif, 1999; Amimo et al., 2013; Hassan and Kashash, 2017) [ 2 71, Signs include
profuse enteritis, gastritis and diarrhea. Atrophied villi also seen so lead to marked decrease of
rejection and pumping and losses of fluid and important electrolytes inside bowel cavity
leading to sever dehydration and death that results in effective economic losses over all areas
in the world (Tazipori et al., 1980; Shaw et al., 1989; Hassan et al., 2014) [ 1981 Wild boars
represent a major factor affect epidemiology of rota virus infection in other mammals due to
helping spread between animals in European countries (Massei et al., 2015) [*51. Researchers
record wild boar to be a significant vector in transmission of this infection. We design our
research to investigate possibility of infection in wild boars and the risk that may exist and the
role of transmission of rotavirus among cattle and human because wild boars live in marked
numbers depending on areas of cattle breeding.

Methods

Collection of samples

Twenty-four intestinal contents samples of wild boars from ileac area of the intestine were

collected. Animals were in dissimilar age and sexes following hunted by the hunters for the

period of December 2020 to April 2021. Boars were grassed in areas of buffaloes breeding and

hunted because they harm buffaloes, cattle, sheep and even human properties. Intestinal

contents were located in disinfected cold containers and preserved at -20 ° C till examined.
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Primers
Primers used in Molecular examination assay were depending
on sequences database, proved by NCBI, rotavirus Avp6 with
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a length of product 416bp and begin at 699 bp and stopped at
1114bp. Primer extent R= 20 and F= 20, Table. 1

Table 1: Primer sequences used for amplification of the rotavirus vp6 gene

Primer name Sequence length of Product
rotavirus Vo6 F 5-CTACCAGACGCGGAAAGGT-3 416 b
P R 5-CCTGGTGGAAAGACTGGTC-3 P

RNA Extraction

Extraction of RNA was done from the supernatant of
intestinal content solution prepared in dilution of 1:4 in
Diethylpirocarbonate water (DEPC), then centrifuged the
solution in cold centrifuge 5000 rpm for 15 minutes. The
entire RNA content was extracted from rotavirus-positive
stool samples using the QlAamp Viral RNA Collection Kit
(QIAGEN, USA), following the manufacturer's protocol.

RT-PCR to detect the rotavirus group

Five microliters of RNA extract were added to 3.5 microliters
of dimethyl sulfoxide and mixed in a microcentrifuge tube,
followed by heating at 95°C for five minutes and then
immediately chilled on ice. Complementary DNA (cDNA)
synthesis was performed using SuperScript™ Il reverse
transcriptase (Invitrogen). Subsequent steps were carried out
according to Ibrahim et al., 2025. The PCR products were
then run on a 1.2% agarose gel containing 0.5 pg/mL
ethidium bromide and visualized using the BIORAD UV gel

Results and Discussion

Rotavirus infection considered to be an important viral
disease causing gastroenteritis and diarrhea in cattle,
buffaloes, sheep and human. It considered as being a common
disease (El-Sadek et al., 2019) Bl The infection with rota
virus was diagnosed in Brazilian pigs with infectivity (23.6%)
by using real time Polymerase Chain Reaction and gel
electrophoresis. This outcome were out of 288 animal

examined and show (34/288). A percentage of (11, 8%) were
positive for rota antigen (29/34) with no diarrhea in pigs with
percentage of 85.3% in Southern of Mozambique (Mediei et
al., 2011; Boene et al., 2019) 6 31, In Thailand researchers
record that ages infected not older than 3 months was 24 out
of 132 (18.2%). They infected with type A rotavirus (18). The
results gained in Iraq represenes the earliest resting on
southren Iraqgi wild boars that well thought-out be common
over countries in the world. Results in current work
concerning molecular diagnosis were obtained by means of
electrophoresis of real time-PCR and shown in (Fig.1). The
current study agreed with various researches (El-Sadek et al.,
2019) 51 who recored that in Egypt the infection was (17%) 22
out of 82 of infect cattle with type A. In Thailand about
21.6% (11/51) in pigs infected (Bulgin et al., 1988) [, and in
Japan 4 out of 90 wid boars (4.4%) infection were recorded
(Tuanthap et al., 2018) 9. The positive outcomes that
recorded in our study were high in January, we recorded 4
positive cases, then in February and March at 1 positive in
each month as shown in Table 1. The relation with seasons
was by studied (Okadera et al., 2013; Yu et al., 2019) [7: 221,
who indicate winter is the max out spread of the infection,
which support our conclusion. We suggest that wild boars in
Iraq take part in the epidemiology of infection in calves, calf
buffalo and also human because they survive near area of
cattle breeding, this was mentioned by several field workers
(Tzipori et al., 1980; Shaw et al., 1989) 2% 191,
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Fig 1: Posative RT_PCR for Rota virus, shows lane 1-4, (416bp) bands

Table 2: Number and percentage of positive samples by month
according to months

Samples No Positive %
December 0 0
24 January 4 16.6
February 1 4.1
March 1 4.1
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